
Self-organizing map clustering of developemental gene expression 

profiles 

 

 

Gene expression patterns 

during bursal development. 

A 3x3 SOM of expression 

patterns for 103 genes (those 

that showed at least 3-fold 

change in expression at E16) 

relative to 2 week post-

hatching bursa. The 

expression level of each gene 

was normalized to have a 

mean=0 and SD=1 across 

time points. Each cluster 

exhibits an average pattern 

(blue) and a standard 

deviation for this average 

(red). Relative levels of 

expression are shown on the 

y-axis and the four time 

points (E15, E16, E18, E21) 

are shown on the x-axis. 

Get the data! 
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http://authors.fhcrc.org/510/7/SOM_input_file.txt
http://authors.fhcrc.org/510/8/cluster1.txt
http://authors.fhcrc.org/510/9/cluster2.txt
http://authors.fhcrc.org/510/10/cluster3.txt
http://authors.fhcrc.org/510/11/cluster4.txt
http://authors.fhcrc.org/510/12/cluster5.txt
http://authors.fhcrc.org/510/13/cluster6.txt
http://authors.fhcrc.org/510/14/cluster7.txt
http://authors.fhcrc.org/510/15/cluster8.txt
http://authors.fhcrc.org/510/16/cluster9.txt

