	Table 1.  Overlap of Genes with Significant Age-Associated Expression Changes Using Rossi et al. and Chambers et al. Murine HSCs Microarray Data.

	Rossi et al. Results
	Chambers et al.  Results

	430-2 ID
	MuGene
	Chromosome
	Z-score
	MOE430A ID
	MuGene
	Chromosome
	Z-score

	1427878_at
	0610010O12Rik
	chr18 B3
	6.19
	1427878_at
	0610010O12Rik
	chr18 B3
	6.50

	1424773_at
	1110012M11Rik
	chr8 C1
	-5.03
	1424773_at
	1110012M11Rik
	chr8 C1
	-11.84

	1428359_s_at
	1810010M01Rik
	chr7 F4
	5.37
	1428359_s_at
	1810010M01Rik
	chr7 F4
	16.27

	1450679_at
	5730470L24Rik
	chr3 F3
	-5.06
	1450679_at
	5730470L24Rik
	chr3 F3
	-5.16

	1439127_at
	AI314180
	chr4 B3
	6.03
	1452122_at
	AI314180
	chr4 B3
	8.23

	1437467_at
	Alcam
	chr16 B5
	8.01
	1426301_at
	Alcam
	chr16 B5
	15.73

	1415818_at
	Anxa6
	chr11 B1.3|11 29.5 cM
	-8.04
	1429247_at
	Anxa6
	chr11 B1.3|11 29.5 cM
	-18.44

	1455482_at
	Ap2a2
	chr7 F5
	-5.01
	1432007_s_at
	Ap2a2
	chr7 F5
	-5.30

	1419296_at
	Arhgap4
	chrX A7.3
	-5.77
	1419296_at
	Arhgap4
	chrX A7.3
	-6.28

	1427167_at
	Armcx4
	chrX E3
	-5.13
	1427167_at
	Armcx4
	chrX E3
	-6.76

	1451987_at
	Arrb2
	chr11 B3|11 45.0 cM
	-6.06
	1426239_s_at
	Arrb2
	chr11 B3|11 45.0 cM
	-7.72

	1434791_at
	Atp6v0a2
	chr5 F
	-4.85
	1449870_a_at
	Atp6v0a2
	chr5 F
	-6.52

	1454728_s_at
	Atp8a1
	chr5 C3.1
	6.54
	1423597_at
	Atp8a1
	chr5 C3.1
	13.60

	1435783_at
	B230112C05Rik
	chr13 D1
	7.32
	1435783_at
	B230112C05Rik
	chr13 D1
	6.45

	1416250_at
	Btg2
	chr1 E4|1 71.0 cM
	4.81
	1448272_at
	Btg2
	chr1 E4|1 71.0 cM
	5.52

	1420404_at
	Cd86
	chr16 B5|16 26.9 cM
	-6.03
	1420404_at
	Cd86
	chr16 B5|16 26.9 cM
	-6.57

	1450842_a_at
	Cenpa
	chr5 B1|5 18.0 cM
	-5.65
	1450842_a_at
	Cenpa
	chr5 B1|5 18.0 cM
	-8.76

	1452981_at
	Cntn1
	chr15 F|15 55.1 cM
	4.97
	1449563_at
	Cntn1
	chr15 F|15 55.1 cM
	8.47

	1436736_x_at
	D0H4S114
	chr18 B1
	5.04
	1436736_x_at
	D0H4S114
	chr18 B1
	7.55

	1442504_at
	D18Ertd653e
	chr18 E2|18 17.0 cM
	-6.98
	1427182_s_at
	D18Ertd653e
	chr18 E2|18 17.0 cM
	-4.92

	1449372_at
	Dnajc3a
	chr14 E4
	5.76
	1419163_s_at
	Dnajc3a
	chr14 E4
	6.71

	1444028_s_at
	Dock9 
	chr14 E5|14 67.0 cM
	5.18
	1450932_s_at
	Dock9 
	chr14 E5|14 67.0 cM
	6.15

	1436078_at
	Fcho1
	chr8 B3.3
	-6.21
	1428575_at
	Fcho1
	chr8 B3.3
	-12.39

	1417872_at
	Fhl1
	chrX A6-A7.1
	6.34
	1417872_at
	Fhl1
	chrX A6-A7.1
	7.96

	1419538_at
	Flt3
	chr5 G3|5 82.0 cM
	-6.50
	1419538_at
	Flt3
	chr5 G3|5 82.0 cM
	-6.00

	1442233_at
	Fyb
	chr15 A1
	7.39
	1452117_a_at
	Fyb
	chr15 A1
	5.45

	1423825_at
	Gpr177
	chr3 H4
	5.08
	1423824_at
	Gpr177
	chr3 H4
	5.89

	1421357_at
	Gtf2a1
	chr12 E
	5.18
	1454631_at
	Gtf2a1
	chr12 E
	7.84

	1445400_at
	Hbxip
	chr3 F3
	-5.75
	1415759_a_at
	Hbxip
	chr3 F3
	-5.78

	1449271_a_at
	Hebp2
	chr10 A2
	-7.43
	1418917_at
	Hebp2
	chr10 A2
	-5.22

	1448180_a_at
	Hn1
	chr11 E2|11 70.0 cM
	-5.02
	1438988_x_at
	Hn1
	chr11 E2|11 70.0 cM
	-6.85

	1448115_at
	Htf9c
	chr16 A3|16 10.9 cM
	-5.24
	1434244_x_at
	Htf9c
	chr16 A3|16 10.9 cM
	-6.59

	1420462_at
	Il1rapl2
	chrX F1
	5.28
	1427645_a_at
	Il1rapl2
	chrX F1
	5.76

	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-4.85
	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-14.59

	1417533_a_at
	Itgb5
	chr16 B3
	-7.50
	1456195_x_at
	Itgb5
	chr16 B3
	-8.09

	1449001_at
	Ivd
	---
	-6.96
	1418238_at
	Ivd
	---
	-13.07

	1436568_at
	Jam2
	chr16 C3.3
	5.35
	1449408_at
	Jam2
	chr16 C3.3
	5.91

	1455990_at
	Kif23
	chr9 B
	-5.21
	1455990_at
	Kif23
	chr9 B
	-5.98

	1455439_a_at
	Lgals1
	chr15 E|15 44.9 cM
	-5.60
	1455439_a_at
	Lgals1
	chr15 E|15 44.9 cM
	-7.16

	1457670_s_at
	Lmna
	chr3 F1|3 42.6 cM
	-7.20
	1421654_a_at
	Lmna
	chr3 F1|3 42.6 cM
	-4.79

	1417756_a_at
	Lsp1
	chr7 F5|7 69.0 cM
	-5.14
	1417756_a_at
	Lsp1
	chr7 F5|7 69.0 cM
	-5.77

	1419135_at
	Ltb
	chr17 B1|17 19.06 cM
	-7.71
	1419135_at
	Ltb
	chr17 B1|17 19.06 cM
	-6.39

	1455941_s_at
	Map2k5
	chr9 C
	6.97
	1417854_at
	Map2k5
	chr9 C
	7.10

	1431890_a_at
	Mllt3
	chr4 C4
	5.07
	1431890_a_at
	Mllt3
	chr4 C4
	16.12

	1416136_at
	Mmp2
	chr8 C5|8 44.0 cM
	-14.80
	1439364_a_at
	Mmp2
	chr8 C5|8 44.0 cM
	-13.42

	1417129_a_at
	Mrg1
	chr2 E4|2 64.0 cM
	6.23
	1417129_a_at
	Mrg1
	chr2 E4|2 64.0 cM
	7.39

	1453725_a_at
	Mrps7
	chr11 E2
	-5.22
	1453725_a_at
	Mrps7
	chr11 E2
	-22.47

	1423413_at
	Ndrg1
	chr15 D2
	6.30
	1450976_at
	Ndrg1
	chr15 D2
	5.03

	1451109_a_at
	Nedd4
	chr9 D|9 40.0 cM
	5.99
	1450431_a_at
	Nedd4
	chr9 D|9 40.0 cM
	6.56

	1440789_at
	Neo1
	chr9 B
	7.78
	1434931_at
	Neo1
	chr9 B
	15.41

	1443037_at
	Nptn
	chr9 B
	7.27
	1415821_at
	Nptn
	chr9 B
	13.30

	1447863_s_at
	Nr4a2
	chr2 C1.1|2 34.5 cM
	4.89
	1450749_a_at
	Nr4a2
	chr2 C1.1|2 34.5 cM
	6.90

	1432188_s_at
	Nup43
	chr10 A1
	-4.82
	1432187_at
	Nup43
	chr10 A1
	-8.81

	1418502_a_at
	Oxr1
	chr15 D1
	5.51
	1418502_a_at
	Oxr1
	chr15 D1
	9.94

	1424733_at
	P2ry14
	chr3 D|3 29.5 cM
	-6.22
	1424733_at
	P2ry14
	chr3 D|3 29.5 cM
	-7.78

	1434363_x_at
	Paxip1
	chr5 11.0 cM
	-7.04
	1434363_x_at
	Paxip1
	chr5 11.0 cM
	-14.09

	1447640_s_at
	Pbx3
	chr2 B|2 22.0 cM
	5.66
	1421193_a_at
	Pbx3
	chr2 B|2 22.0 cM
	13.50

	1436716_at
	Ppp1r14b
	chr19 A
	-9.50
	1450914_at
	Ppp1r14b
	chr19 A
	-5.73

	1435697_a_at
	Pscdbp
	chr2 C1.1
	9.93
	1451206_s_at
	Pscdbp
	chr2 C1.1
	9.65

	1418621_at
	Rab2
	chr4 A1
	5.87
	1418622_at
	Rab2
	chr4 A1
	9.93

	1436566_at
	Rab40b
	chr11 E2
	14.30
	1436566_at
	Rab40b
	chr11 E2
	6.08

	1418318_at
	Rnf128
	chrX F1
	15.32
	1418318_at
	Rnf128
	chrX F1
	6.39

	1427299_at
	Rps6ka3
	chrX F4|X 65.7 cM
	6.89
	1427299_at
	Rps6ka3
	chrX F4|X 65.7 cM
	6.90

	1439449_at
	Satb1
	chr17 C
	-6.28
	1416008_at
	Satb1
	chr17 C
	-11.73

	1437279_x_at
	Sdc1
	chr12 A1.1|12 1.0 cM
	-5.83
	1437279_x_at
	Sdc1
	chr12 A1.1|12 1.0 cM
	-6.77

	1416779_at
	Sdpr
	chr1 C1.1
	7.46
	1416779_at
	Sdpr
	chr1 C1.1
	16.91

	1424926_at
	Sec63
	chr10 B2|10 25.0 cM
	5.39
	1424924_at
	Sec63
	chr10 B2|10 25.0 cM
	12.96

	1440173_x_at
	Selp
	chr1 H2.2|1 86.6 cM
	12.00
	1420558_at
	Selp
	chr1 H2.2|1 86.6 cM
	7.37

	1418030_at
	Slco3a1
	chr7 D1
	5.06
	1448918_at
	Slco3a1
	chr7 D1
	8.61

	1436737_a_at
	Sorbs1
	chr19 C3|19 36.5 cM
	6.04
	1425826_a_at
	Sorbs1
	chr19 C3|19 36.5 cM
	7.75

	1422821_s_at
	Stard5
	chr7 D3
	-4.90
	1422821_s_at
	Stard5
	chr7 D3
	-6.89

	1427184_at
	Tcrb-V13
	chr6 B1|6 20.5 cM
	-8.35
	1426158_at
	Tcrb-V13
	chr6 B1|6 20.5 cM
	-4.89

	1419089_at
	Timp3
	chr10 C1-D1|10 47.0 cM
	14.17
	1419089_at
	Timp3
	chr10 C1-D1|10 47.0 cM
	15.72

	1438855_x_at
	Tnfaip2
	chr12 F1|12 56.0 cM
	5.02
	1416273_at
	Tnfaip2
	chr12 F1|12 56.0 cM
	9.57

	1438609_x_at
	Tnni2
	chr7 F5|7 70.0 cM
	-5.45
	1438609_x_at
	Tnni2
	chr7 F5|7 70.0 cM
	-8.54

	1460282_at
	Trem1
	chr17 C
	-4.96
	1460282_at
	Trem1
	chr17 C
	-6.26

	1459860_x_at
	Trim2
	chr3 F1
	9.28
	1417027_at
	Trim2
	chr3 F1
	6.76

	1421096_at
	Trpc1
	chr9 E4|9 51.0 cM
	6.14
	1421096_at
	Trpc1
	chr9 E4|9 51.0 cM
	9.96

	1452105_a_at
	Tsc2
	chr17 A3.3|17 10.3 cM
	-7.66
	1452105_a_at
	Tsc2
	chr17 A3.3|17 10.3 cM
	-11.72

	1425281_a_at
	Tsc22d3
	chrX F1
	7.26
	1420772_a_at
	Tsc22d3
	chrX F1
	11.93

	1450641_at
	Vim
	chr2 A2|2 7.0 cM
	-8.31
	1438118_x_at
	Vim
	chr2 A2|2 7.0 cM
	-6.91

	1435893_at
	Vldlr
	chr19 C1|19 20.0 cM
	7.25
	1451156_s_at
	Vldlr
	chr19 C1|19 20.0 cM
	5.05

	1417817_a_at
	Wwtr1
	chr3 D
	7.05
	1417818_at
	Wwtr1
	chr3 D
	6.33

	1436217_at
	Zfp148
	chr16 B3|16 21.1 cM
	-6.69
	1449068_at
	Zfp148
	chr16 B3|16 21.1 cM
	-6.01

	Affymetrix probe set IDs for arrays are provided in columns 1 and 5.  Gene names are provided in columns 2 and 6.  Chromosome locations are provided in columns 3 and 7.  The Z-score (columns 4 and 8) are also provided for the age-associated expression changes in murine HCSs from Rossi et al. and Chambers et al., respectively. For Z-scores, a negative number indicates a decreased expression with aging, while a positive Z-score indicates an increased expression. Additional information can be found using the Affymetrix Netaffx web tool.


	Table 2.  Overlap of Genes with Significant Age-Associated Expression Changes between Human BMCD34+ cells and Murine HSCs Using Microarray Data.

	Human BMCD34+ Results
	Murine HSCs Results

	HG-U133A ID
	HuGene
	HuChromo
	Z-score
	Rossi ID
	MuGene
	Chromosome
	Z-score

	203925_at
	GCLM
	chr1p22.1
	8.53
	1418627_at
	Gclm
	chr3 H1-3|3 53.5 cM
	5.08

	204057_at
	IRF8
	chr16q24.1
	-4.76
	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-4.85

	204547_at
	RAB40B
	chr17q25.3
	4.98
	1436566_at
	Rab40b
	chr11 E2
	14.30

	Hu133A ID
	HuGene
	HuChromo
	Z-score
	Chambers ID 
	MuGene
	Chromosome
	Z-score

	210427_x_at
	ANXA2
	chr15q21-q22
	-7.43
	1437692_x_at
	Anxa2
	chr9 C|9 37.0 cM
	-6.68

	32069_at
	BLZF1
	chr1q24
	4.76
	1418973_at
	Blzf1
	chr1 H1
	8.96

	213385_at
	CHN2
	chr7p15.3
	4.75
	1428573_at
	Chn2
	chr6 B3
	5.07

	219500_at
	CLCF1
	chr11q13.3
	-7.36
	1437271_at
	Clcf1
	chr19 A
	-5.00

	211043_s_at
	CLTB
	chr4q2-q3|5q35
	10.42
	1460740_at
	Cltb
	chr13 B1
	7.89

	202226_s_at
	CRK
	chr17p13.3
	4.93
	1436835_at
	Crk
	chr11 A-D|11 44.15 cM
	8.32

	221780_s_at
	DDX27
	chr20q13.13
	-7.17
	1424161_at
	Ddx27
	chr2 H3
	-8.63

	221081_s_at
	DENND2D
	chr1p13.3
	6.88
	1438712_at
	Dennd2d
	chr3 F2.3
	10.62

	208886_at
	H1F0
	chr22q13.1
	6.10
	1423702_at
	H1f0
	chr15 E1|15 46.75 cM
	6.64

	218092_s_at
	HRB
	chr2q36.3
	5.53
	1426922_s_at
	Hrb
	chr1 C5
	7.24

	204057_at
	IRF8
	chr16q24.1
	-4.76
	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-14.59

	201669_s_at
	MARCKS
	chr6q22.2
	12.69
	1415971_at
	Marcks
	chr10 B1|10 22.0 cM
	5.21

	214975_s_at
	MTMR1
	chrXq28
	5.66
	1421880_at
	Mtmr1
	chrX A7.2
	13.82

	200049_at
	MYST2
	chr17q21.32
	-5.03
	1447631_at
	Myst2
	chr11 D
	-8.19

	218295_s_at
	NUP50
	chr22q13.31
	5.85
	1428328_at
	Nup50
	chr15 E2|15 49.3 cM
	11.92

	208880_s_at
	PRPF6
	chr20q13.33
	5.63
	1424036_at
	Prpf6
	chr2 H4
	5.76

	208790_s_at
	PTRF
	chr17q21.31
	5.41
	1424130_a_at
	Ptrf
	chr11 D|11 60.5 cM
	7.85

	204547_at
	RAB40B
	chr17q25.3
	4.98
	1436566_at
	Rab40b
	chr11 E2
	6.08

	201311_s_at
	SH3BGRL
	chrXq13.3
	10.17
	1421871_at
	Sh3bgrl
	chrX D
	6.14

	202234_s_at
	SLC16A1
	chr1p12
	5.34
	1415802_at
	Slc16a1
	chr3 F2.2
	13.42

	210648_x_at
	SNX3
	chr6q21
	6.31
	1422480_at
	Snx3
	chr10 B2|10 25.5 cM
	6.31

	213538_at
	SON
	chr21q22.1-q22.2|21q22.11
	-6.55
	1420952_at
	Son
	chr16 C3.3|16 64.0 cM
	-10.98

	200007_at
	SRP14
	chr15q22
	-5.39
	1454615_x_at
	Srp14
	chr2 E5
	-7.67

	203092_at
	TIMM44
	chr19p13.3-p13.2
	-8.26
	1448801_a_at
	Timm44
	chr8 A1.1|8 2.5 cM
	-13.33

	215111_s_at
	TSC22D1
	chr13q14
	5.02
	1433899_x_at
	Tsc22d1
	chr14 D3|14 42.0 cM
	11.07

	Affymetrix probe set IDs for arrays are provided in columns 1 and 5.  Gene names are provided in columns 2 and 6.  Chromosome locations are provided in columns 3 and 7.  The Z-score (columns 4 and 8) are also provided for the age-associated expression changes in human BMCD34 cells and murine HCSs, respectively. For Z-scores, a negative number indicates a decreased expression with aging, while a positive Z-score indicates an increased expression. Additional information can be found using the Affymetrix Netaffx web tool. Note all genes identified in the above analyses were represented on both  murine 430-2 array used by Rossi et al. and the MOE 430A array used by Chambers et al.


	Table 3.  Overlap of Genes with Significant Age-Associated Expression Changes between Human PBSC CD34+CD38- cells and Murine HSCs Using Microarray Data. 

	Human PBCD34+38- Results
	Murine HSCs Results

	HG-U133A ID
	HuGene
	Chromosome
	Z-score
	Rossi ID
	MuGene
	Chromosome
	Z-score

	206167_s_at
	ARHGAP6
	chrXp22.3
	18.87
	1456333_a_at
	Arhgap6
	chrX F5
	5.19

	204057_at
	IRF8
	chr16q24.1
	-55.65
	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-4.85

	205885_s_at
	ITGA4
	chr2q31.3
	-18.47
	1436037_at
	Itga4
	chr2 C3|2 46.0 cM
	-9.92

	200632_s_at
	NDRG1
	chr8q24.3
	15.95
	1423413_at
	Ndrg1
	chr15 D2
	6.30

	204321_at
	NEO1
	chr15q22.3-q23
	7.69
	1440789_at
	Neo1
	chr9 B
	7.78

	202874_s_at
	PBX2
	chr6p21.3
	-53.90
	1418894_s_at
	Pbx2
	chr17 B1
	-5.12

	213549_at
	PDZD8*
	10q25.3-q26.11
	-5.67
	1435440_at
	Pdzd8
	chr19 D3
	-5.76

	211746_x_at
	PSMA1
	chr11p15.1
	-6.67
	1458292_at
	Psma1
	chr7 F1|7 53.0 cM
	-5.06

	208408_at
	PTN
	chr7q33-q34
	4.76
	1448254_at
	Ptn
	chr6 B1|6 13.5 cM
	4.89

	217733_s_at
	TMSB10
	chr2p11.2
	-11.34
	1436902_x_at
	Tmsb10
	chr6 C1
	-6.17

	Hu133A ID
	HuGene
	HuChromo
	Z-score
	Chambers ID 
	MuGene
	Chromosome
	Z-score

	200045_at
	Abcf1
	chr6p21.33
	-5.57
	1420157_s_at
	Abcf1
	chr17 B1
	-12.63

	203002_at
	Amotl2
	chr3q21-q22
	12.45
	1452387_a_at
	Amotl2
	chr9 F1
	4.94

	218575_at
	Anapc1
	chr2q12.1
	-5.07
	1415680_at
	Anapc1
	chr2 F3
	-5.33

	205673_s_at
	Asb9
	---
	-13.61
	1426309_at
	Asb9
	---
	-7.47

	202873_at
	Atp6v1c1
	chr8q22.3
	4.94
	1419545_a_at
	Atp6v1c1
	chr15 C
	9.03

	203840_at
	Blzf1
	chr1q24
	5.10
	1418973_at
	Blzf1
	chr1 H1
	8.96

	213578_at
	Bmpr1a
	chr10q22.3
	7.51
	1425494_s_at
	Bmpr1a
	chr14 B|14 13.0 cM
	10.49

	214214_s_at
	C1qbp
	chr17p13.3
	-16.72
	1455821_x_at
	C1qbp
	chr11 B4|11 37.0 cM
	-5.72

	209790_s_at
	Casp6
	chr4q25
	-5.14
	1415995_at
	Casp6
	chr3 H1
	-4.98

	206788_s_at
	Cbfb
	chr16q22.1
	7.61
	1460716_a_at
	Cbfb
	chr8 D3|8 51.0 cM
	9.36

	221791_s_at
	Ccdc72
	chr3p21.31
	-7.10
	1454813_at
	Ccdc72
	chr9 F2
	-7.68

	202705_at
	Ccnb2
	chr15q22.2
	-6.63
	1450920_at
	Ccnb2
	chr9 D
	-6.10

	204306_s_at
	Cd151
	chr11p15.5
	5.09
	1451232_at
	Cd151
	chr7 F5|7 23.5 cM
	6.11

	201933_at
	CHMP1A
	chr16q24.3
	5.66
	1451098_at
	Chmp1a
	chr8 E1
	7.37412

	210107_at
	Clca1
	chr1p31-p22
	21.21
	1417853_at
	Clca1
	chr3 H2-H3|3 72.5 cM
	9.82

	219340_s_at
	Cln8
	chr8p23
	6.96
	1448455_at
	Cln8
	chr8 A1.1|8 6.0 cM
	9.40

	202343_x_at
	Cox5b
	chr2cen-q13
	-8.30
	1435613_x_at
	Cox5b
	chr1 B
	-14.94

	210688_s_at
	Cpt1a
	chr11q13.1-q13.2
	19.49
	1460409_at
	Cpt1a
	chr19 A|19 2.0 cM
	7.98

	208335_s_at
	Darc
	chr1q21-q22
	4.78
	1432273_a_at
	Darc
	chr1 H3|1 94.0 cM
	4.77

	208779_x_at
	Ddr1
	chr6p21.3
	4.80
	1456226_x_at
	Ddr1
	chr17 C|17 21.5 cM
	6.40

	211623_s_at
	Fbl
	chr19q13.1
	5.15
	1416684_at
	Fbl
	---
	4.86

	209189_at
	Fos
	chr14q24.3
	8.50
	1423100_at
	Fos
	chr12 D2|12 40.0 cM
	9.74

	207124_s_at
	Gnb5
	chr15q21.2
	4.76
	1422208_a_at
	Gnb5
	chr9 D|9 41.0 cM
	4.90

	216041_x_at
	Grn
	chr17q21.32
	6.51
	1448148_at
	Grn
	chr11 D|11 60.0 cM
	4.97

	200643_at
	Hdlbp
	chr2q37
	6.71
	1419869_s_at
	Hdlbp
	chr1 D|1 55.3 cM
	6.60

	209329_x_at
	Higd2a
	chr5q35.2
	-14.12
	1418002_at
	Higd2a
	chr13 B1
	-5.70

	221639_x_at
	Hnrpu
	chr1q44
	4.91
	1423051_at
	Hnrpu
	chr1 H4
	8.14

	212552_at
	Hpcal1
	chr2p25.1
	4.88
	1448812_at
	Hpcal1
	chr12 A1.2
	8.67

	200066_at
	Ik
	chr2p15-p14|5q31.3
	-13.75
	1439271_x_at
	Ik
	chr18 B2
	-4.79

	204057_at
	Irf8
	chr16q24.1
	-55.65
	1416714_at
	Irf8
	chr8 E1|8 65.0 cM
	-14.59

	216956_s_at
	Itga2b
	chr17q21.32
	5.16
	1417758_at
	Itga2b
	chr11 D-E1|11 68.0 cM
	5.35

	214849_at
	KCTD20
	chr6p21.31
	5.11
	1416323_at
	Kctd20
	chr17 A3.3|17 17.0 cM
	6.05

	213564_x_at
	LDHB
	chr12p12.2-p12.1
	-4.99
	1434499_a_at
	Ldhb
	chr6 G2|6 62.0 cM
	-4.81

	203236_s_at
	LGALS9
	chr17q11.1
	4.86
	1421217_a_at
	Lgals9
	chr11 B5
	5.41

	215446_s_at
	LOX
	chr5q23.2
	6.44
	1416121_at
	Lox
	chr18 D1|18 29.0 cM
	10.89

	219145_at
	LPHN1
	chr19p13.2
	9.72
	1428510_at
	Lphn1
	chr8 C3
	5.46

	205447_s_at
	MAP3K12
	chr12q13
	7.07
	1456565_s_at
	Map3k12
	chr15 F3
	5.00

	204027_s_at
	METTL1
	chr12q13
	-5.03
	1419122_at
	Mettl1
	chr10 D3
	-8.51

	212885_at
	MPHOSPH10
	chr2p13.3
	-5.27
	1431388_at
	Mphosph10
	chr7 C
	-4.84

	208787_at
	MRPL3
	chr3q21-q23
	-5.46
	1422464_at
	Mrpl3
	chr9 F1
	-9.66

	218046_s_at
	MRPS16
	chr10q22.1
	-6.92
	1448869_a_at
	Mrps16
	---
	-9.01

	200632_s_at
	NDRG1
	chr8q24.3
	15.95
	1450976_at
	Ndrg1
	chr15 D2
	5.03

	202785_at
	NDUFA7
	chr19p13.2
	-7.75
	1428360_x_at
	Ndufa7
	chr17 B1
	-7.23

	204321_at
	NEO1
	chr15q22.3-q23
	7.69
	1434931_at
	Neo1
	chr9 B
	15.41

	217962_at
	NOLA3
	chr15q14-q15
	-6.77
	1423210_a_at
	Nola3
	chr2 E4
	-6.32

	215213_at
	NUP54
	chr4q21.1
	-7.53
	1438951_x_at
	Nup54
	chr5 E3
	-6.06

	212720_at
	PAPOLA
	chr14q32.31
	15.63
	1455836_at
	Papola
	chr12 F1
	6.66

	211907_s_at
	PARD6B
	chr20q13.13
	6.02
	1423175_s_at
	Pard6b
	chr2 H3
	5.90

	213558_at
	PCLO
	chr7q11.23-q21.3
	78.32
	1419392_at
	Pclo
	---
	5.11

	215286_s_at
	PHTF2
	chr7q11.23-q21
	12.23
	1437067_at
	Phtf2
	chr5 A3
	6.41

	209625_at
	PIGH
	chr14q11-q24
	-14.50
	1455860_at
	Pigh
	chr12 D2|12 29.0 cM
	-11.16

	208361_s_at
	POLR3D
	chr8q21
	-5.14
	1424566_s_at
	Polr3d
	chr14 D2
	-7.25

	204228_at
	PPIH
	chr1p34.1
	-6.20
	1429832_at
	Ppih
	chr4 D
	-4.75

	210407_at
	PPM1A
	chr14q23.1
	5.53
	1451943_a_at
	Ppm1a
	chr12 C3
	8.87

	214083_at
	PPP2R5C
	chr14q32
	8.43
	1425542_a_at
	Ppp2r5c
	chr12 F2|12 57.0 cM
	9.64

	206248_at
	PRKCE
	chr2p21
	5.88
	1452878_at
	Prkce
	chr17 E4
	5.80

	209139_s_at
	PRKRA
	chr2q31.2
	-6.69
	1448923_at
	Prkra
	chr2 C3
	-6.58

	208880_s_at
	PRPF6
	chr20q13.33
	5.74
	1424036_at
	Prpf6
	chr2 H4
	5.76

	216884_at
	PTPN12
	chr7q11.23
	4.86
	1450478_a_at
	Ptpn12
	chr5 A3-B
	5.82

	203554_x_at
	PTTG1
	chr5q35.1
	-5.39
	1438390_s_at
	Pttg1
	chr11 B1.1
	-6.38

	221792_at
	RAB6B
	chr3q22.1
	-5.61
	1434914_at
	Rab6b
	chr9 F1|9 56.0 cM
	-6.02

	201779_s_at
	RNF13
	chr3q25.1
	18.07
	1451074_at
	Rnf13
	chr3 D
	6.44

	200715_x_at
	RPL13A
	chr19q13.3
	-6.36
	1455485_x_at
	Rpl13a
	chr7 B3|7 69.0 cM
	-9.36

	200091_s_at
	RPS25
	chr11q23.3
	-5.18
	1430978_at
	Rps25
	chr9 A5.2
	-6.45

	203724_s_at
	RUFY3
	chr4q13.3
	4.83
	1424403_a_at
	Rufy3
	chr5 E1|5 48.0 cM
	7.34

	208742_s_at
	SAP18
	chr13q12.11
	-6.83
	1434646_s_at
	Sap18
	chr14 C3|14 28.5 cM
	-5.30

	206668_s_at
	SCAMP1
	chr5q13.3-q14.1
	6.14
	1426775_s_at
	Scamp1
	chr13 D1
	10.53

	212154_at
	SDC2
	chr8q22-q23
	5.87
	1448545_at
	Sdc2
	chr15 B3.1|15 12.4 cM
	6.11

	202037_s_at
	SFRP1
	chr8p12-p11.1
	6.28
	1416594_at
	Sfrp1
	chr8 A2|8 9.5 cM
	6.08

	222036_s_at
	SLC12A4
	chr16q22.1
	-6.25
	1417446_at
	Slc12a4
	chr8 D3|8 53.0 cM
	-4.86

	200826_at
	SNRPD2
	chr19q13.2
	-6.87
	1452680_at
	Snrpd2
	chr7 A3
	-5.34

	221561_at
	SOAT1
	chr1q25
	6.20
	1417695_a_at
	Soat1
	chr1 G3|1 81.6 cM
	5.26

	220298_s_at
	SPATA6
	chr1p33
	28.91
	1418651_at
	Spata6
	chr4 D1
	5.99

	210942_s_at
	ST3GAL6
	chr3q12.1
	5.56
	1449079_s_at
	St3gal6
	chr16 C1.2
	5.08

	203135_at
	TBP
	chr6q27
	-5.07
	1426470_at
	Tbp
	chr17 A2|17 8.25 cM
	-6.93

	217711_at
	TEK
	chr9p21
	5.39
	1418788_at
	Tek
	chr4 C5|4 43.6 cM
	8.96

	212083_at
	TEX261
	chr2p13.3
	11.20
	1452768_at
	Tex261
	chr6 C3|6 35.15 cM
	4.98

	208249_s_at
	TGDS
	chr13q32.1
	-7.04
	1424526_a_at
	Tgds
	chr14 E4
	-9.50

	207506_at
	TXNL2
	chr10q26
	4.91
	1417340_at
	Txnl2
	chr7 F5
	10.22

	218533_s_at
	UCKL1
	chr20q13.33
	-23.09
	1424646_at
	Uckl1
	chr2 H4
	-5.46

	212758_s_at
	ZEB1
	chr10p11.2
	6.87
	1418926_at
	Zeb1
	chr18 A1|18 0.0 cM
	7.45

	201369_s_at
	ZFP36L2
	chr2p22.3-p21
	8.14
	1437626_at
	Zfp36l2
	chr17 E4
	5.39

	Affymetrix probe set IDs for arrays are provided in columns 1 and 5.  Gene names are provided in columns 2 and 6.  Chromosome locations are provided in columns 3 and 7.  The Z-score (columns 4 and 8) are also provided for the age-associated expression changes in human PBCD34+38- cells and murine HCSs, respectively. For Z-scores, a negative number indicates a decreased expression with aging, while a positive Z-score indicates an increased expression. Additional information can be found using the Affymetrix Netaffx web tool. Note all genes identified in the above analyses were represented on both murine 430-2 array used by Rossi et al. and the MOE 430A array used by Chambers et al. except for PDZD8, which was represented only on the murine 430-2 array.


Supplement 4.  Overlap of Genes with Significant Age-Associated Expression Changes between Murine HSCs and Human CD34+ Cells.











