	Table 1.  Microarray Results from T-cell Studies.

	HG-U133A ID
	Z-scores
	Human Gene
	Human Chromosome

	202946_s_at
	-5.8101
	BTBD3
	chr20p12.2

	210895_s_at
	5.13783
	CD86
	chr3q21

	200912_s_at
	-5.56375
	EIF4A2
	chr3q28

	201275_at
	5.22551
	FDPS
	chr1q22

	204057_at
	-4.83485
	IRF8
	chr16q24.1

	204454_at
	5.1157
	LDOC1
	chrXq27

	203897_at
	5.61394
	LYRM1
	chr16p11.2

	219812_at
	-4.9308
	PVRIG
	chr7q22.1

	60471_at
	-5.42069
	RIN3
	chr14q32.12

	218262_at
	-5.68318
	RMND5B
	chr5q35.3

	203753_at
	-5.33331
	TCF4
	chr18q21.1

	204529_s_at
	-6.73806
	TOX
	chr8q12.1

	201369_s_at
	-5.85568
	ZFP36L2
	chr2p22.3-p21

	Affymetrix probe set IDs for HG-U133A arrays (column 1) are provided for each gene (column 3). The Z-score (column 2) and chromosome location for each gene (column 4) are also provided. For Z-scores, a negative Z-score indicates a decreased expression with aging, while positive Z-score indicates an increased expression.  Additional information about the probe sets/genes can be found using the Affymetrix Netaffx web tool.


Supplement 5.  Genes with Significant Age-Associated Expression Changes in Human T-Cells Using Microarray Data.











